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onclusions

ePANAM
* Approche phylogénétique

*+ Adapté a de grands jeux de données
(pyrotags, MiSeq)

* Déployé sur un cluster de clacul
* Détection des clades

* Indices phylogénétiques

Home @ New @ About
Analysis

HOME

ePANAM is a web server dedicated to the Phylogenetic
ANalysis of next generation Amplicons {(Protists, Fungi,
bacteria and Archaeal. It enables an in-depth analysis of
microbial ecology by processing 55U 165 and 185 rDNA raw
sequences obtained via 454 pyrosequencing by

= Processing single or multiplexed samples

= Controling the quality of raw reads

= Computing o per atio nal tax onomic units

= Drisplaying richness and evenness indexes

= Huilding phylogenies and delineating enwvironmental
clades

= Describing taxonomic composition within and between
samples

Input form

How to fill query form

= In the input form you can upload your files containing
raw sequences (fasta), goality scores (gual) and
bharcodes; and seize settings for your analysis.

» Processing raw reads requires cutoffs for the minimal

length and the minimal quality scores below which the

reads are retrieved; the primers sequences and a

mismatch value to sllow on the reads and the barcodes

file to sort the reads according to their sample.

The amplicon length field relies on the theoretcal

Tength af amplicons,

= The reads may belong to one or more domains that

have to be specified.

For OTUs computing, the user should set a cutoff

clustering, and can choose to cluster all samples

together in order to set & tAXONOMic COMpParison, or to

cluster samples separately.

= Analysis can be performed for both & non normalized
and a normalized size libraries allowing for a samples
COMPArison.

All the parameters set by the user are summearized in the
OVEIView page.

FAQ L] Contact @ Register @ [Login @
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RESULTS
The results on ePANAM are displayed under three labels:
Alpha-diversity:

Describes diversity within esch sample by computing
richness and evenness indexes.

s

Sample's alpha diversity results

Beta-diversity:
Measures the diversity shared among samples. It is processed
when ellzamples analysis is checked.

Beta diversity results

Taxonomy:
Displays the taxonomic composition in terms of sequences,
OTUs and clades among the semples.

Taxonemy results
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Architecture de ePANAM
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Importance de la biodiversité microbienne

Primordiale dans le fonctionnement des écosystemes
Cycle du carbone, de l'azote...

Exploitée par 'homme
Alimentation
Médecine
Production industrielle

Nouvelles perspectives dans un contexte de développement durable
Recyclage de déchets biologiques
Dépollution de sites industriels
Biocarburants

Etude de la biodiversité dans le temps et l'espace
Distribution en fonction des conditions du milieu
Comportement des communautés en réponse a des perturbations
Arguments pour la mise en place de politiques adaptés
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